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Summary : URGI (Unité de Recherche Génomique-Info) is an INRA bioi ‘matics unit i d to plants and pest genomics. Created in 2002, one of its mission is to p and to i ic and geneti
information system called GnplS, for INRA plants of agronomical interest and their bioagressors. It hosts a bioinformatics platform which belongs to the french ReNaBl blomformatlcs platform network It has a natlonal
bioinformatics platform label (IBISA 2009). The URGI unit maintains for its users, an efficient computing environment and offers services covering ing, and bioii ‘matics. Since
2008, a focus is done on doing an interoperability between both the tools (a set of Oracle, ql, MySql their interfaces in Java, Perl ) and the data located in all these databases (for example on Wheat and
Grapevine data). We will present here the last already i since January 2009 on our public web site at this url: http://urgi.versailles.inra.fr/gnpis. It is the first version of a new portal to
bridge plant genetics and genomics data, which rely on a set of local databases (GnplS) and 2 new tools to query through all these databases transparently, one tool (“a quick search tool”) based on Lucene (a high-
performance, full-featured text search enginelibrary, http://lucene.apache.org,), the other one (“an advanced search tool”) based on Biomart (a query-oriented data management system ). Examples
will be shown on Wheat, GrapeVine and Poplar data.

The GnplS information system is composed of 8 modules: 5 genomic modules and 3 genetic modules and above all these modules,
a new portal allowing to query through the different modules separately (via the flower) or si ly via ts or
indexes (publication in prep. 2009).
1) GnpSeq, the EST, mRNA sequence database which contains home-made clusters, contigs and annotations
2) GnpMap, the mapping database
3) GnpGenome, a multispecies database based on Chado/Gbrowse GMOD tools, containing genomic sequences and their
- . annotations
Gn pIS descrlptlon 4) GnpArray, the MIAME compliant expression database
5) GnpProt, the proteomic database
6) GnpSNP, the polymorphism (SNP/DIP/STR) database

7) SiReGal, Genetic Resources database for accessions collections
8) Ephesis (development in progress), the genotypes, environment and experimentation database
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Publication: GénoPlante-Info (GPI): a collection of databases and bioinformatics URGI Contact:
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